
Table S1. Buffer, sample weight:buffer (w:v) ratio and centrifugation conditions used for 

each tissue homogenate and B-esterase assays performed using different substrates 

 

Table S2. Baseline activity in S10 fraction of several tissues of adult sea bass and hake used 

for in vitro inhibitions with plastic additives. Data as Mean ± SD (n=3). Activity 1 in 

nmol/min/mg protein and 2 in nmol/min/mL plasma. Dilution of S10 extracts in brackets 

Tissue Sea bass (n=3) Tissue Hake (n=3) 

 pNPB-CE   
Brain1 133.5 ± 9.1 (1/5) Brain1 20.4 ± 1.4 (1/2) 
Gonad1 15.6 ± 2.1 (1/2) Gonad1 18.5 ± 1.2 (1/2) 
Liver1 200.1 ± 79.8 (1/20) Liver1 75.6 ± 6.3 (1/20) 
Plasma2 1706 ± 201 (1/20) Kidney1 43.9 ± 3.6 (1/4) 
    
 αNB-CE   
Brain1 70.0 ± 17.1 (1/20) Brain1 22.9 ± 2.1 (1/4) 
Gonad1 10.6 ± 2.8 (1/4) Gonad1 32.2 ± 2.1 (1/4) 
Liver1 225.4 ± 55.7 (1/40) Liver1 72.0 ± 3.9 (1/20) 
Plasma2 728.4 ± 86.4 (1/20) Kidney1 49.2 ± 3.8 (1/10) 

    
 

Tissue Homogenisation buffer w:v Centrifugation B-esterase substrate 

Plasma No buffer - 3,000g x 15’ pNPA, pNPB, αNA, αNB 

Muscle 50 mM P pH 7.4+1 mM EDTA 1:5 10,000g x 30’ ATC, pNPA, pNPB, αNA, αNB 
Brain 50 mM P pH 7.4+1 mM EDTA  1:5 10,000g x 30’ ATC, pNPA, pNPB, αNA, αNB 

kidney 50 mM P pH 7.4+1 mM EDTA 1:5 10,000g x 30’ ATC, pNPA, pNPB, αNA, αNB 
Gonads 50 mM P pH 7.4+1 mM EDTA 1:5 10,000g x 30’ ATC, pNPA, pNPB, αNA, αNB 

Liver 
100 mM P pH 7.4+ 150 mM KCl+ 

1mM EDTA+ 
1mM DTT+Phe+TI 

1:4 10,000g x 30’ ATC, pNPA, pNPB, αNA, αNB 



Table S3. Spearman correlation coefficients among hydrolysis rates of hepatic carboxylesterases using different commercial substrates. In bold the significant ones p < 

0.05  

Sea bass 
(n=32) 

Liver S10 cytosol microsomes 

Li
ve

r 
S1

0
 

 pNPA pNPB αNA αNB pNPA pNPB αNA αNB pNPA pNPB αNA αNB 

pNPA  0.477 0.593 0.419 0.129 0.302 0.323 0.427 0.693 0.308 0.493 0.269 

pNPB   0.886 0.842 0.365 0.555 0.544 0.571 0.644 0.604 0.700 0.544 

αNA    0.779 0.431 0.635 0.611 0.677 0.805 0.524 0.819 0.613 

αNB     0.608 0.622 0.716 0.696 0.472 0.447 0.232 0.238 

cy
to

so
l 

pNPA      0.787 0.856 0.779 0.243 -0.091 0.098 -0.035 

pNPB       0.910 0.893 0.419 0.225 0.385 0.291 

αNA        0.953 0.386 0.096 0.346 0.191 

αNB         0.518 0.219 0.470 0.283 

m
ic

ro
so

m
es

 pNPA          0.585 0.849 0.507 

pNPB           0.780 0.786 

αNA            0.824 

αNB             

 

Hake (n=30) Liver S10 cytosol microsomes 

Li
ve

r 
S1

0
 

 pNPA pNPB αNA αNB pNPA pNPB αNA αNB pNPA pNPB αNA αNB 

pNPA  0.483 0.370 0.587 0.112 0.057 0.324 0.338 0.582 0.557 0.199 0.332 

pNPB   0.375 0.556 -0.178 0.271 0.301 0.406 0.588 0.683 0.226 0.508 

αNA    0.609 -0.121 0.408 0.716 0.520 0.535 0.409 0.719 0.559 

αNB     -0.237 0.161 0.563 0.698 0.420 0.447 0.292 0.394 

cy
to

so
l 

pNPA      0.498 0.101 -0.035 0.197 0.426 0.094 0.012 

pNPB       0.726 0.584 0.362 0.179 0.358 0.433 

αNA        0.868 0.432 0.202 0.474 0.482 

αNB         0.353 0.095 0.273 0.383 

m
ic

ro
so

m
es

 pNPA          0.755 0.652 0.818 

pNPB           0.444 0.600 

αNA            0.829 

αNB             

 

 


