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Supplementary Figure 1. Predictive analysis of pathogenicity of mutant sites of

mitochondrial fragments of mRNA. (A) Integrative Genomics Viewer (IGV) software

analyzed the frequency of mutation sites of mitochondrial fragments of mRNA. The

black arrows indicate the mutation sites; (B) PolyPhen-2 software predicted the

probably damaging of these SNPs with a score.
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Supplementary Figure 2. The correlation between pathological characteristics and

expression levels of let-7b-5p. (A-D) The linear trend between NTG clinical features

and expression levels of let-7b-5p; (E) The spearman coefficient indicated the

correlation between pathological characteristics and expression levels of let-7b-5p.
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Supplementary Table 1. The sequence of sEVs miRNAs
Primer Primer sequence (5’ - 3’)

hsa-miR-423-5p-R CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGAAAG
hsa-miR-423-5p-F ACACTCCAGCTGGGTGAGGGGCAGAGAGCGA
hsa-miR-423-5p-R TGGTGTCGTGGAGTCG
hsa-miR-320a-3p-RCTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGTCGC
hsa-miR-320a-3p-FACACTCCAGCTGGGAAAAGCTGGGTTGAGA
hsa-miR-320a-3p- TGGTGTCGTGGAGTCG
hsa-miR-186-5p-R CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGAGCC
hsa-miR-186-5p-F ACACTCCAGCTGGGCAAAGAATTCTCCTTT
hsa-miR-186-5p-R TGGTGTCGTGGAGTCG
hsa-let-7b-5p-RT CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGAACC
hsa-let-7b-5p-F ACACTCCAGCTGGGTGAGGTAGTAGGTTGT
hsa-let-7b-5p-R TGGTGTCGTGGAGTCG
hsa-miR-30a-5p-R CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGCTTCC
hsa-miR-30a-5p-F ACACTCCAGCTGGGTGTAAACATCCTCGAC
hsa-miR-30a-5p-R TGGTGTCGTGGAGTCG

Supplementary Table 2. The sequence of mitochondrial fragments of mRNA

Primer Forward primer (5’-3’) Reverse primer (5’-3’)

MT-ND1 GCCTCCTATTTATTCTAGCC AGCCACTTATTAGTAATGTTG
MT-ND2 GGCCTAGAAATAAACATGC TGCCTTGGGTAACCTC
MT-ND3 TACCACAACTCAACGGCTA GATGACATAACTATTAGTGGC
MT-ND4 CGCAGTACTCTTAAAACTAGGC CAATGAGCGATTTTAGGTCT
MT-ND4L CCTCTTAGCCAATATTGTGC TATGTACGTAGTCTAGGCCAT
MT-ND5 TTCTTACTCATCCGCTTCCAC AGCACATAAATAGTATGGCTT
MT-ND6 CTCCCGAATCAACCCT GATATACTACAGCGATGGCTA
MT-COX1 CCCCATTCTATACCAACACC TGCTCACACGATAAACCC
MT-COX2 CCCCATTATTCCTAGAACCAG TTTCAGAGCATTGACCGTA
MT-COX3 AGTCTAATAGAAAACAACCGAACCAATAATGACGTGAAGTCC
MT-CYTB TCTCCGCATGATGAAACTTCG AGAAATGATCCGTAATATAGGC
MT-ATP6 TGATTATAGGCTTTCGCTCT GCTTCCAATTAGGTGCAT
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Supplementary Table 3. List of reagents and software used in this study


