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Supplementary Table 1. SNPs whose interaction with rs16970024 SNP were associated with
survival trait with P-value not exceeding 9.69E-05. Notations: “rsid” is SNP name; “chr” denotes
chromosome number; “EA” is an effective allele; “AA” is an alternative allele; “MA” denotes
minor allele; “pS” denotes p-value in separate genetic analysis of association of a given SNP
with survival trait; “MAF” is a minor allele frequency; gene is used for gene name; “b12” is a
beta coefficient characterizing association of the interaction of the rs697221 SNP with a SNP in
the “rsid” column with survival trait; “p12” is the p-value of association between interaction of

the rs16970024 SNP with a SNP shown in the “rsid” column.

rsid chr EA AA MA pS MAF gene b12 p12

rs13023094 2 A C C 0.807 0.217 SLC4Al1AP 0.6458 3.39E-06
154388939 12 A G G 0.0223 0.067 FICD -0.9674 8.27E-06
rs67998788 2 A G G 0.13 0.23 2q37.3 0.5781 8.78E-06
1s17447148 1 G A A 0.403 0.101 1p31.1 0.8952  9.97E-06
rs1409813 1 G A A 0.0214 0.301 TSENI1S5 -0.5404 1.25E-05
152035892 8 G A A 0.842 0.103 C8orf37-AS1 0.8204 1.60E-05
157550206 1 G A A 0.141 024 1p22.2 -0.5554 1.67E-05
rs68176631 9 A G G 0.909 0.349 LINGO2 -0.5089 1.67E-05
152433644 12 C A A 0.981 0385 12pl2.1 -0.4841 1.85E-05
rs1876801 2 A G G 0.0967 0.134 LOCI105373514 0.7545 1.86E-05
rs79742301 21 G A A 0.771  0.138 21q22.11 -0.6653 2.52E-05
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1s79529740 12 A G G 0.212 0.061 SLCOIB3 -0.9668 7.58E-05
152026023 20 A G G 0.86 0.266 CDH4 0.5005  7.64E-05
rs7571700 2 G A A 0.339 0.116 LOC105373524 0.7046 7.97E-05
1s9526299 13 G C C 0.399 0.083 LOCI105370195 -0.7844 8.09E-05
rs74196373 10 A C C 0.514 0.489 RSUIPI -0.43 8.09E-05
157503232 17 A G G 0.247 0.462 LOCI107985081 -0.4392 8.34E-05
rs4415205 7 G A A 0.809 0.172 7ql1.22 -0.559  8.43E-05
152031470 1 G A A 0.498 0.288 1g25.2 -0.4708 8.62E-05
rs13256463 8 G A A 0.0364 0.264 LOC401478 -0.4757 8.83E-05
rs10869692 9 A G G 0.0316 0.298 PCSKS5 0.4891 9.36E-05
rs806303 13 G A A 0.694 0.499 DLEUI1 -0.427  9.49E-05
rs11185381 1 A G G 0.126  0.183 1p2l1.1 0.5722  9.51E-05
1s9275653 6 A G G 0.498 038 LOCI102725019 0.4465 9.69E-05

Supplementary Table 2. SNPs whose interaction with rs697221 SNP were associated with
survival trait with P-value not exceeding 9.97E-05. Notations: “rsid” is SNP name; “chr” denotes
chromosome number; “EA” is an effective allele; “AA” is an alternative allele; “MA” denotes
minor allele; “pS” denotes P-value in separate genetic analysis of association of a given SNP
with survival trait; “MAF” is a minor allele frequency; gene is used for gene name; “b12” is a
beta coefficient in logistic regression model characterizing association of the interaction of the
rs697221 SNP with a SNP in the “rsid” column with survival trait; “p12” is the P-value of

association between interaction of the rs697221 SNP with a SNP shown in the “rsid” column.

rsid chr EA AA MA pS MAF gene b12 p12

rs7926726 11 A G G 0.471 0.27 1lpll.2 0.43 2.92E-07
rs10439180 2 A G G 0.147 0.44 LRPIB 0.3487 4.98E-06
rs36053120 15 G C C 0.249 0.07 LINCO1578 -0.678  6.91E-06
rs4772715 13 C A A 0.212 0.27 13q33.2 0.3772  8.29E-06
rs4867045 5 G A A 0.107 0.32  5pl13.3 -0.36 9.11E-06
rs77920110 13 A G G 0.469 0.05 13g33.2 -0.7799 1.01E-05
rs2853552 7 G A A 0.359 0.28 HDAC9 0.3628 1.75E-05
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