Supplementary Materials

Validation of single nucleotide polymorphisms potentially related to R-CHOP

resistance in diffuse large B-cell lymphoma patients

Gabriele Perrone!, Luigi Rigacci?, Giandomenico Roviello', Ida Landini',
Alberto Fabbri®, Lorenzo Iovino*S, Benedetta Puccini’, Emanuele Cencini?,
Enrico Orciuolo*, Monica Bocchia®, Alberto Bosi’, Enrico Mini'#, Stefania

Nobili®#

"Department of Health Sciences, University of Florence, Florence 50139, Italy.
2Research Unit of Hematology, Department of Medicine and Surgery, Campus
Biomedico University, Rome 00128, Italy.

3Unit of Hematology, Azienda Ospedaliera Universitaria Senese, University of Siena,
Siena 53100, Italy.

4Unit of Hematology, Santa Chiara University Hospital, University of Pisa, Pisa
56126, Italy.

3Clinical Research Division, Fred Hutchinson Cancer Center, Seattle, WA 98109-4433,
USA.

%Unit of Hematology, Careggi University-Hospital, Florence 50134, Italy.
"Department of Experimental and Clinical Medicine, University of Florence, Florence
50134, Italy.

8Department of Neuroscience, Psychology, Drug Research and Child Health,
University of Florence, Florence 50139, Italy.

*Authors contributed equally.

Correspondence to: Dr. Stefania Nobili, Department of Neuroscience, Psychology,
Drug Research and Child Health - NEUROFARBA, University of Florence, Viale
Pieraccini, 6, Florence 50139, Italy. E-mail: stefania.nobili@unifi.it; Prof. Enrico
Mini, Department of Health Sciences, University of Florence, Viale Pieraccini, 6,

Firenze 50139, Italy. E-mail: enrico.mini@unifi.it


mailto:enrico.mini@unifi.it

Supplementary Table 1. Associations between genetic polymorphisms and

progression free survival or overall survival (univariate analysis)
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Supplementary Table 2. Associations between genetic polymorphisms and

progression free survival or overall survival (univariate analysis)

Recessive model
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1 HR = Hazard Ratio, CI = Confidence Interval



Supplementary Table 3. Associations between genetic polymorphisms and

progression free survival or overall survival (univariate analysis)

Dominant model
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SNP HR! 95% CI! P-value
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1 HR = Hazard Ratio, CI = Confidence Interval



